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il  CIAT’s GRU hosts the largest gene diversity in LAC
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Cassava in the Post Genomic Era
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il Kin relationship analysis: CIAT and HAPMAP

Resources

RSA1

Partners and ’
national systems
released new CIAT Ty
developed cassava
varieties ’
(Contributions from
RTB Flagships 1 and CIAT
2)
n ent st
e 3 aul 2

[T —— ¥/
Clones >= 0.45 774
CQ3] \
\

pM/g

15t 08g Inbred [0.354,0.45) Ve
:NQ,O

i i 18t 1777.0.354)
Genetic sequencing, 0eg [0.1777.0.354)

tools and protocols
for genome editing
and phenotyping

27% materials duplicated

B
2na 0eq [0.0854 0.177)

——
3rd 0eg [0.0442.0.0884)




vl Kin relationship analysis: CIAT and HAPMAP
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CIAT Trait Discovery Pipeline: Genomic-based screening
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CIAT Trait Discovery Pipeline: Genomic-based screening
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wswelll  CIAT Trait Discovery Pipeline: Genomic-based screening
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woweall  CIAT Trait Discovery Pipeline: Genomic-based screening
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Variety Composition across the landscape
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Variety Composition across the landscape
I' m THAILAND and VIETNAM breeding pedigrees
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Cassava Variety Carrying CMD-2 gene
based on available molecular markers

of Genetic
Resources
. -9 Total ‘ 450 plants
RS A1 . (In word: Four hundred fifty plants)

Planting area: Agricultural Genetics Institute

Scale: 450 m2

Partners and | :
national systems y 2. For Importation procedure, AGI must follow plant ordinance, the plant

released new CIAT
developed cassava
varieties
(Contributions from
RTB Flagships 1 and
2)

protection law, phytosanitary law and other related laws.

3. AGI has responsibility to report the outcomes of importation and use of the
aforementioned varieties to Department of Crop Production (Address No.2 Ngoc
Ha road, Ba Dinh, Hanoi, Tel: 0243.8237.033, Fax: 0243.7344.967), Department \
of Agriculture and Rural Development at testing location. .
4. Validity date of this permit ends on 30" of June, 2019

Recinient: On behalf of Head of Denartment

— = \ PLANT IMPORT PERMIT

Genetic sequencing P ' “ . . In response to Decision No. 929/QD-BNN-TCCB, dated March, 24t 2017,
tools and protocols 102 Cassava CUItlgerfeS (19& In tOtal) defining functions, duties, powers and organizational structure of Department of Crop

for genome editing
and phenotyping

Production;

In response to the application for plant import permit by National Key Laboratory
for Plant Cell Biotechnology (NKLPCB) - Agricultural Genetics Institute (AGI) No.
07/VDT-PTNTD, September, 11" 2018,

Department of Crop Production allow to permit NKLPCB to import 102 clones
with 1530 plants (detail in Appendix):

Purpose of importation: Evaluation

Permited time of importation: from signed day to 31/12/2019

Import place: Noi Bai international airport




wawesll  CIAT’s GRU hosts the largest gene diversity in LAC
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